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I. PROGRESS ON PROJECT OBJECTIVES DURING PERFORMANCE YEAR

OBJECTIVE 1: Determine if the DNA extracted from archived moose samples is of
sufficient quality to identify single nucleotide polymorphisms in gene sequences.

ACCOMPLISHMENTS: We submitted two 96-well PCR plates of tissue samples from moose
to Diversity Arrays Technology for DNA extraction and sequencing. The initial samples
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were determined to be of high enough quality to proceed with further sampling to submit
additional samples for DNA extraction and sequencing.

OBIJECTIVE 2: Determine kinship among sampled moose using genetic information from
Objective 1 and from additional sequenced moose samples.

ACCOMPLISHMENTS: None. Need additional samples analyzed from Objective 1.

OBJECTIVE 3: Develop a CKMR model for Interior Alaska moose.

ACCOMPLISHMENTS: None. Must complete Objectives 1 and 2 first.

OBJECTIVE 4: Assess model assumptions, precision, and biases of estimates.
ACCOMPLISHMENTS: None. Must complete Objectives 1-3 first.

OBJECTIVE 5: Document methods for future application of the CKMR model developed
in Objective 3, including guidance on sampling protocol, analysis of samples, and
interpretation of output.

ACCOMPLISHMENTS: None. Must complete Objectives 1-4 first.

II. SUMMARY OF WORK COMPLETED ON PROJECT TO DATE.

Initial tissues samples from moose teeth were submitted for DNA extraction and
sequencing. Those samples were determined to be of high enough quality that DNA
extractions from additional teeth are warranted. To date an additional ~4,000 tissue
samples have been prepared for extraction and sequencing. The remaining samples will
be prepared in January 2021 and all samples will be submitted for extraction and
sequencing in February 2021.

III.  SIGNIFICANT DEVELOPMENT REPORTS AND/OR AMENDMENTS.

None.

IVv. PUBLICATIONS
None.
V. RECOMMENDATIONS FOR THIS PROJECT

None

Date: 12/22/2021
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